Classification of the family Chlamydiuceae alongside the families Rickettsiaceae and Bartonellaceae in the order Rickettsiales was first made by R. S. Breed, E. G. 9. Murray, and A.
P. Hitchens acting as the Editorial Board for
Bergey's Manual, 6th ed. (1948) . In this edition, G. W. Rake described the family (then called Chlamydozoaceae Moshkovsky 1945) and included three genera (Chlamydozoon, Miyagawanella, and Colesiota) and 12 species. In the 7th edition (1957) of the manual, the family Anaplasmataceae was added to the order, and Rickettsiales was assigned to a new class, Microtatobiotes Philip 1956. The reasons for placing Chlarnydiaceae in the order Rickettsiales were not explained in either edition, but by 1957 it appeared that this order had accumulated several groups of very diverse organisms, most of which shared only one characteristic: they could not be cultivated outside of living animal cells. Obligate intracellular parasitism was the principal reason used in 1938 by Buchanan and Buchanan (2) t o establish the order initially, and it has unintentionally served to lump "viral and rickettsia1 agents" together in the minds of many authors of medical texts.
The concept that fundamental biological differences between organisms of the family Chlamydiaceae and those of the families Ric kettsiaceae, Bartonellaceae, and Anaplasmataceae warranted placing Chlamydiaceae in a separate taxon at the ordinal level was initially suggested by Storz (7) . This concept was unanimously endorsed by members of the Placement of the family Chlamydiaceae in a separate new order is based on characteristics of organisms of the genus Chlamydia because at present Chlamydia is the only recognized genus in the family (6) . Three other genera, Colesiota, Ricolesiu, and Colettsia, along with their respective species, were also placed in this family by Rake (Bergey's Manual, 7th ed.), but these organisms are now considered to be genera e t species incertae sedis because none of the organisms has been isolated or cultivated in pure culture, and their description is not adequate to include or exclude them from the family.
The principal argument for establishing the new order is that the intracellular developmental cycle of chlamydiae as originally described by Bedson and Bland (1) and reviewed by Moulder (5) is unique not only among organisms of the other families in the order Rickettsiales but is without parallel among organisms in all the other orders of bacteria. Briefly, the cycle consists of the reorganization and growth of the small, rigid-walled, infectious form of the organism within a cytoplasmic vacuole of the host cell resulting in development of a large vegetative form that has a fragile, nonrigid wall. The large form multiplies by fission, but it either is noninfectious or does not survive to infect other host cells if it is separated from the original host cell. Daughter organisms again reorganize and gradually con- transmission of many rickettsial species in nature, whereas arthropods apparently play a very reduced role, if any at all, in the epizootiology of chlamydiae. Chlamydiae also differ significantly from organisms of the families Bartonellaceae and Anaplasmataceae in mode of multiplication, morphology, and other biological features described for the latter organisms in the BergeyS Manual, 7th ed.
On the basis of the above reasoning, we propose that, the monogeneric family Chlamydiaceae be placed in a new and separate taxon, Chlamydiales ord. nov. Chlamydiales is to be considered coordinate with Rickettsiales in a class whose name is yet to be determined. Gram -n e gative, coccoid microorganisms whose obligately in tracellular mode of multiplication is characterized by change of the small (0.2 to 0.5 pm), rigid-walled, infectious form of the organism (elementary body) into a larger (0.6 to 1.5 pm), thin-walled, noninfectious form (initial body) that divides by fission. The developmental cycle is complete when daughter cells reorganize and condense t o become elementary bodies which survive extracellularly to reinfect other host cells. Metabolically limited, they are parasites of vertebrates, in which they may cause various diseases, and are occasionally found in arthropods.
